. Sequence of primers used in RT-qPCR Lysates were analysed by immunoblot using the indicated antibodies, representative of 3 independent experiments. (B,C) BMDMs isolated from WT and MNK2-KO mice were treated with LPS (250 ng/ml) for the times indicated. Total RNA was isolated and the relative expression of mRNAs for TNFα and IL6 was measured by qPCR (n=3). Data are mean ± SEM relative to WT -LPS. (D,E) BMDMs isolated from WT or MNK2-KO mice were cultured for 24 h in the presence or absence of LPS (100 ng/ml) and IFNγ (20 ng/ml) to polarize the BMDMs towards an M1 phenotype. The mRNA expression levels of the following M1 markers TNFα and IL-6 were measured by qPCR (n=3). Data are mean ± SEM relative to WT -LPS (2-tailed, unpaired Student's t test) * P <0.05. Effects of the MNKs on lipolysis. (A) Total RNA was isolated from gonadal adipose tissue from chow-fed and HFD-fed WT and MNK2-KO mice. The relative expression of HSL was measured by means of qPCR (n=4). Data are mean ± SEM relative to WT chow (B) Lipolysis assay: 3T3-L1 cells were differentiated for 9 days in the presence or absence of 20 µM CGP57380. Cells were treated with 100 nM isoproterenol for 3 h to induce glycerol production, in some cases 20 µM CGP57380 was added at the start of the isoproterenol treatment.
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